A sample of wheat (cv. Grafton) was taken from a field in Shropshire in May 2010. Brown lesions were present on two stems 5-15 mm from the stem base and also browning of the roots was observed. From the affected stems, pure Rhizoctonia cultures were obtained as previously described (Woodhall et al., 2007) and these were identified as Rhizoctonia solani AG5 by the AG5 specific real-time PCR assay (Budge et al., 2009) . Isolate identity was confirmed by sequencing of the rDNA ITS region with primers ITS1 and ITS4. Sequencing was undertaken using an Applied Biosystems 3130xl Genetic Analyzer. The resulting sequence (GenBank Accession No. HE667746) was compared to other sequences and was 99% identical to other AG5 sequences in GenBank. Four 18-mm plugs of the isolate cultured on potato dextrose agar and were used to inoculate John Innes No. 3 compost into which wheat (cv. Einstein) was planted. After three weeks in a controlled environment room at 18°C and 50% relative humidity, brown lesions were observed on the stems. Re-isolation of the fungus from the wheat plant and confirmation of the resulting isolate as AG5 by real-time PCR satisfied Koch's postulates.
A sample of wheat (cv. Grafton) was taken from a field in Shropshire in May 2010. Brown lesions were present on two stems 5-15 mm from the stem base and also browning of the roots was observed. From the affected stems, pure Rhizoctonia cultures were obtained as previously described (Woodhall et al., 2007) and these were identified as Rhizoctonia solani AG5 by the AG5 specific real-time PCR assay (Budge et al., 2009) . Isolate identity was confirmed by sequencing of the rDNA ITS region with primers ITS1 and ITS4. Sequencing was undertaken using an Applied Biosystems 3130xl Genetic Analyzer. The resulting sequence (GenBank Accession No. HE667746) was compared to other sequences and was 99% identical to other AG5 sequences in GenBank. Four 18-mm plugs of the isolate cultured on potato dextrose agar and were used to inoculate John Innes No. 3 compost into which wheat (cv. Einstein) was planted. After three weeks in a controlled environment room at 18°C and 50% relative humidity, brown lesions were observed on the stems. Re-isolation of the fungus from the wheat plant and confirmation of the resulting isolate as AG5 by real-time PCR satisfied Koch's postulates.
Soil samples (250 g) had been taken from the field in the previous year. DNA was extracted from soil using the method of Woodhall et al. (in press) and AG5 DNA was quantified using real-time PCR. In May 2009, no AG5 DNA was detected. At this time, a potato crop was being grown in the field. In October 2009, after wheat had been planted the month before, 456 pg DNA/g soil was detected. In May 2010, this had increased to 2084 pg DNA/g soil, indicating that levels of R. solani AG5 in the soil had increased with the presence of wheat and therefore suggesting some interaction between wheat and the fungus. Interestingly, in September 2011, R. solani AG5 was isolated from a decaying barley plant found in an adjacent field.
To the authors' knowledge, this is the first report of AG5 infecting wheat in the UK. AG5 has been reported on wheat previously. Demirci (1998) reported AG5 on wheat in Turkey and reported that it was pathogenic to wheat and barley. Gudmestead et al. (1989) reported that 56% of R. solani isolates from wheat in potato producing areas of North Dakota were AG5. R. solani is an important pathogen of many crops worldwide, including cereals and potatoes. AG5 has been reported on potatoes in the UK previously (Woodhall et al., 2007) and also on couch grass (Woodhall et al., 2004) . Further work is required to characterise the importance of R. solani AG5 in wheat. In this study, soil levels of AG5 appeared to increase when wheat was present. Therefore, planting potatoes after wheat may result in an increased risk of potato disease caused by R. solani AG5.
